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(PLOS Med. 2015, 12, e1001921)
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Mok S. dysenteriae S. flexneri S. bovdii S. sonnei E. coli
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g D FE AR CREL.

Preliminary Incidence and Trends of Infections with Pathogens Transmitted
Commonly Through Food — Foodborne Diseases Active Surveillance Network,
10 U.S. Sites, 2015-2018

HoEO/N\NYA— 9723 19.6 1811 18 30 0.3

HILERDS 9084 18.3 2416 27 36 0.4
STEC 2925 5.9 648 22 13 0.4

TR E 2414 4.9 632 26 1 0.04
EILARERE 537 1.1 151 28 9 2
TILO=TF 465 0.9 95 20 4 0.9
JRTYUT 126 0.3 121 96 26 21

(MMWR, April 26, 2019, Vol. 68, No. 16)
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National Enteric Disease Surveillance: Shigella Annual Report, 2016

S. sonnei 10139 80.5 3.15

S. flexneri 1592 12.6 0.5

S. boydii 30 0.2 <0.01

S. dysenteriae 18 0.1 <0.01
Unknown 818 6.5

&T 12597 100 3.92

(Laboratory-based Enteric Disease Surveillance (LEDS) system for 52 labs)
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National Enteric Disease Surveillance: Shigella Annual Report, 2016
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(Laboratory-based Enteric Disease Surveillance (LEDS) system for 52 labs)
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National Enteric Disease Surveillance: Shigella Annual Report, 2016

Shigella flexneri

>80 M

70-79 |

60-69 [——

50-59 |

40-49 —

30-39 |

20-29 —
g
________ am
[—

10-19

0 50 100 150 200 250 300 350
mEE it

(Laboratory-based Enteric Disease Surveillance (LEDS) system for 52 labs)



B DFEEAK;
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2013 2014 2015 2016 2017

No. Rate No. Rate No. Rate No. Rate No. Rate
E:}';g‘im 2076 3.2 2226 35 2208 3.4 185 2.8 2040 3.1
France 662 23 873 3 822 2.8 828 2.8 997 3.4
Germany 562 0.7 509 0.6 553 0.7 418 0.5 436 0.5
Netherlands 382 23 335 2 444 2.6 428 25 410 2.4
Belgium 323 2.9 403 3.6 391 3.5 353 3.1 353 3.1
Spain 141 0.3 230 0.5 293 0.6 180 0.4 325 0.7
Bulgaria 486 6.7 512 7.1 410 5.7 291 4.1 308 43
Slovakia 256 4.7 222 4.1 191 3.5 145 2.7 257 4.7
Sweden 335 3.5 324 3.4 311 3.2 232 2.4 213 2.1
Denmark 109 1.9 110 2 170 3 212 3.7 137 2.4
Romania 156 0.8 147 0.7 168 0.8 129 0.7 122 4.6
Others

mmmm-

European Centre for Disease Prevention and Control. Shigellosis.
In: ECDC. Annual epidemiological report for 2017.
Stockholm: ECDC; 2019.
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Shigella flexneri serotype 1 infections in men who have
sex with men in Vancouver, Canada
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Fig1. The ratio of 5. sonnei to 5. flexneri isolated from 100 countries, 1990-2014. The darker the color, the higher the proportion of 5. sonnei isolated
from each country; the lighter the color, proportionally higher the proportion of S. flexneri isolated. Countries colored grey indicate no data on species were
identified. To generate this map, we performed an extensive literature review in PubMed using the term “Shigella” followed by the name of 178 countries. The
most recent publication that included species information that was nonoutbreak and nontravel associated was included as representative of each country. If
country data were pre-1990 or were not available on PubMed, the Gideon Infectious Disease encyclopedia as well as national reference laboratory data were
referenced where possible. References are listed by country in the supplementary material (S1 Table).

(PLOS Negl. Trop. Dis. 9(6), e0003708, 2015.)
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M TE R (B REHET)

£ HERSes REA0 REiER  EAEN
2018 LS 10828 WEE 10810~8BICRHSNERN  ([HHE 469 29 0
2018 X 48208 E5% Re8 R o7 16 0
2011 Ly  8B19B WHE K8 (RBETIRHSNEEE)  BAE R 7 0
2011 L8 88198 WHE 7B (BRMRCIEHENCESE) MBS K8 2 0
2011 Lfs8 88198 WHE 78 (RRMRTREINCES)  MAL R 8 0
2011 SmHE 88208 =He T8H (BEFORR B R 26 0
2011 Lfs8  8B20B WHE 78 (RRMRTREINCES) RAL 8 1 0
2011 L8 88228 WHE 7B (BRMRCIEHINCESE) MBS e 2 0
2011 L8 88228 WHE 78 (RRMRTREINCES)  MAL R 6 0
2010 Bism 108998 mme 5 (‘“—umzfﬁé?gmgﬁﬁwg RETE 5 2 0
2008 xR 7868 @5 68 R 16 o 0
2008 ®@m 79198 Eme ]88 (O— R REE 35 23 0
2008 E@m  8A7E &me T8 (RERAE) REIE 5 3 0
2008 EmHm 88148 iame KO8 (HATRIE) B 855 105 0
2004 wASE 5868 AR T8 (RBERHES) REIE 2082 14 0
2004 FzE 88258 @S B8 AR 20t 45 17 0
2003 2@hm 98208 EAE 88 (F3) HEE 1191 10 0
B
2002 U8 3868 WHE  BESITHESNLER R-SmEs 124 17 0
8- 1\
2002 KESE 58268 K28 F8 (REEORSRUBENY) KBS K68 19 0
2001 LOS 118268 WOE £hE B 68 2 0
2001 LO8 118288 WOS £+ B K8 13 0
2001 WO8 12818 ERRe Re8 68 4 0
2000 FmE 4848 @5% K68 K68 61 27 0
2000 EE 108148 DES CEVET MBS 205 103 0
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(Nat. Genet. 44: 1056-59, 2012.)
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(J. Clin. Microbiol. 51: 303-305, 2013.)
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* Pulsed-field gel electrophoresis (PFGE)

— Pulsenet
 S. sonnei
e S. flexneri

 Multilocus variable-number tandem-repeat
analysis (MLVA)

— S. sonnei
— (S. flexneri)



RRETSAIR

. BRBCABEAS o —
4ZE 9 =ODEELF -
— invETgE

e S.sonnei 1Bz {T59 5 >

o XbalUETERL: 6N il 00t
- LR DKRES

* 80129, 67420, 28339,
26420, 11335, 751 (bp)

http://gtps.ddbj.nig.ac.jp/single/index.php?spid=Sson SS046
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MLVAJR

MLVA

— MultiLocus Variable-number
tandem-repeat Analysis
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2018-20194F Shigella sonnei
MLVA-MST




Shigella sonnei
MLVA-MST
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