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Ⅵあrio parahaemolyticus was atthe top of the list of path0-

gens isolated from patients with food-bom diseases in 1998
in Japan･ One of the dominant serotypes amongthe isolates

was 03:K6･ This serotypehas been increasing since 1996

(1)･ Here we examined clonality of the 03:K6 isolates by

using pulsed-field gel electrophoresis (PFGE) as previously

descritxxl (2). We used a total of 86 V. parahaeTWlyticus 03:K6

isolates discovered between 1962 and 1999 Crable). These

consisted of one isolate obtained in 1962; 5 isolates obtained

from patients in 1998 in the USA (kindly provided from CDC,

USA); 2 isolates from patients in 1998 in Tokyo; 8 isolates

from patients, food or the environment in 1997-1998 in

AomoriPrefecture; 61 isolates from patients, food or the

environment in 198 I I 1998 in Kanagawa Prefecture; 6 isolates

from patients in 1997-1998 at Narita Airport Quarantine

Station; and 3 isolates from patients in 1999 in Thailand

(kindly provided from the National Institute of Health in

Thailand). Fifteen isolates withother serotypes, including

03:K48, 03:K56, 04:K8, 04:K12, and 04:K68, were included

in the analysis. In addition to PFGE analysis, PCR detection

of tdh (thermostable direct hemolysin) and trh (tdh-related

hemolysin) genes and urease test were pe血med･

Table･ PFGE and other markers of V･ parahaemolyticus 03:K6 isolates
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Figure･ Representahve NotI-cleaved PFGE pattems of V･ fWahaemolyticus

isolates･ hes from left toright indicate PFGEs of serotypes 03 :K56,
03:K48, 04:K8, 04:K12, 04:K68, 03:K6, and 03:K6, designated

as groups A to G, respectively･ The position of each DNAISize (kb)

marker is shown onthe left.

PFGE pattems of NotI- or SPI-digests of DNAsderived
from the 03:K6 isolates could be classified into 10 distinct

groups, designated as A to J (Fig. and Table). All of the tdh',
trh-, and urease negative isolates obtained later than 1996

(65 strains including isolates from Thailand and the USA)

constituted group A, while strains with the same phenotype

Obtained in 198 1 constituted group B (Table). Thoughdiffer-
ences were found between the PFGE pattem of each group ln

03:K6 and other serotypes, recent isolates of the 04:K68

serotype were very similar to recent isolates of the 03:K6

serotype (compare the lane of 04:K68 andthat of groupA of

03:K6 in Fig.).

We showed here that recent V. parahaemolyticus 03:K6

isolates in Japanhad a PFGE pattem distinct from that

prevalent in previous isolates. In addition, We identified a

PFGE pattem indistinguishable from those of recent Japanese

isolates in the Thai and US isolates. The same PFGE pattem

was repohed in India, SoutheastAsia, and the USA (3-6).
Taken together, these data may suggest the emergence of a

new V. parahaemolyticus 03:K6 clonethat is spreading world-

wide and already affecting Japan.
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